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Personal Information

Gender: Male

Date of Birth: August 8, 1976
Place of Birth: Wisconsin
Citizenship: U.S.A.

Address and Telephone Numbers:
Office: Center for Pharmacogenomics

Department of Internal Medicine
Washington University, Campus Box 8220
660 South Euclid Avenue
St. Louis, MO 63110
Tel: (314) 362-6935
Fax: (314) 362-8844
Email: jedwards@dom.wustl.edu

Present Position:  Associate Professor of Medicine, Washington University School of
Medicine, St. Louis, MO

Education:

1994 - 1998 B.S. (Chemical Engineering), Completed requirements for B.A. in
Mathematics, Johns Hopkins University, Baltimore, MD

1999 - 2001 M.S. (Chemical Engineering and Applied Chemistry), Columbia
University, New York, NY

1999 - 2003 M.Phil. (Chemical Engineering), Columbia University, New York, NY

1999 - 2003 Ph.D. (Chemical Engineering, Genomics), Columbia University, New
York, NY

Academic Positions/Employment:
2003 — 2006 Post-Doctoral Researcher, Columbia Genome Center, Columbia
University, New York, NY



mailto:jedwards@dom.wustl.edu

2006 — 2009

2009 - 2017

2018 -

Associate Research Scientist, Columbia Genome Center and Department
of Genetics and Development, Columbia University, New York, NY

Assistant Professor, Department of Medicine and Center for
Pharmacogenomics, Washington University School of Medicine, St.
Louis, MO

Associate Professor, Department of Medicine and Center for
Pharmacogenomics, Washington University School of Medicine, St.
Louis, MO

University and Hospital Appointments and Committees:

2010 - 2017

2010 -

2011 -

2014 - 2016

2015 -

2016 -

2018 -
2018

Honors and Awards:

1998
2000

2003
2007

2008
2009

2011

Member, DBBS Admissions Committee B, Washington University School
of Medicine

Member, Institute of Clinical and Translational Sciences, Washington
University School of Medicine

Member, Siteman Cancer Center, Washington University

Member, Application Review Committee for Amgen Scholars and
BiomedRap Summer Research Programs, Washington University School
of Medicine

Member, DBBS Molecular Genetics and Genomics Steering Committee,
Washington University School of Medicine

Member, Department of Medicine Cultural Awareness and Inclusion
(CAI) Faculty Task Force, Washington School of Medicine

Director Molecular Genetics and Genomics Graduate Program, DBBS
Member, DBBS Admissions Review Committee

Member of Tau Beta Pi Engineering Honor Society

International Genomic Sequencing and Analysis Conference, Miami, FL,
Student Travel Award

Awarded distinction for PhD dissertation, Columbia University

International Conference on Genomics, Shenzhen, China, Mentee
Award

NIH Pathway to Independence award (K99/R00)

AACR Susan G. Komen Scholar-in-Training Award, AACR 100th
Annual Meeting

Siteman Cancer Center Breast Cancer Program Career Development
Award



Editorial/Reviewer Responsibilities:

Ad hoc Journal Reviewer:

Genome Research; Proceedings of the National Academy of Science (PNAS); Genome Biology;
Nucleic Acids Research; Nature Communications; Breast Cancer Research; Epigenetics &
Chromatin; BMC Genetics; BMC Bioinformatics; PLOS One; Journal of Theoretical Biology,
20009 - present

NIH Study Sections Ad hoc Reviewer:

NCI K99/R00 Special Emphasis Panel/Scientific Review Group, Mail reviewer, October 2013
NIGMS SCORE Program Special Emphasis Panel/Scientific Review Group, October 2014
NCI K22 and K99/R00 Special Emphasis Panel/Scientific Review Group, October 2015
NIGMS PRAT Fellowship (F12) Scientific Review Group, March 2016

NIDDK Special Emphasis Program Project Panel ZDK1 GRB 1 (2016), April 2016

Emerging Technologies in Neuroscience, Special Emphasis Panel, October 2016

NIGMS PRAT Fellowship (F12) Scientific Review Group, March 2017

NIGMS COBRE Scientific Review Group, July 2017

NIGMS MSFB Study Section, June 2018

Institutional Grant Reviews Ad hoc Reviewer:

Siteman Investment Program Review Committee; Cycle 2, 2015
Siteman Investment Program Review Committee; Cycle 1, 2016
Siteman Investment Program Review Committee; Cycle 1, 2018

Other Granting Agencies Ad hoc Mail Reviewer:
Austrian Science Foundation, 2011

Major Invited Professorships and Lectureships

April, 2015  “A genomic perspective on the establishment and maintenance of DNA
methylation patterns” Institute of Biotechnology, National Taiwan University,
Taipei, Taiwan.

April, 2015  “Finding meaning in ‘-omics’ data: Lessons from studying DNA methylation
changes in cancer” Academia Sinica, Taipei, Taiwan

Research Support:

Current/Completed
Governmental

Principal Investigator $225,000 (Annual Direct Costs)
R0O1 GM108811

NIH/NIGMS

“Modeling DNA methylation’s role in gene regulation”

August 2014 — April 2019



Principal Investigator $275,000 (Total Direct Costs)
R21 LM012395

NIH/NLM

“Deconvolution of Epigenomic Data to Characterize Cellular Subpopulations”
July 2017 — June 2019

Principal Investigator $189,240 (Total Direct Costs)

R21 LM011199

NIH/NLM

“A Machine Learning Approach For Fine-Scale Genome Wide DNA Methylation Analysis”
September 2012 — August 2014

Principal Investigator $159,638 (Total Direct Costs)
W81XWH-11-1-0401

DOD/CDMRP (Collaborative Idea Award with Dr. Anne Peaston)

“Mammary Cancer and Activation of Transposable Elements”

September 2011 — September 2013

Principal Investigator

R00 CA127360 $491,448 (Total Direct Costs)
NIH/NCI

“Novel Approach to Whole Genome Methylation Profiling of Breast Cancer”
April 2010 — March 2013

Principal Investigator $105,603 (Total Direct Costs)
K99 CA127360

NIH/NCI

“Novel Approach to Whole Genome Methylation Profiling of Breast Cancer”
June 2008 — March 2010

Non-governmental

Co-investigator $23,737 (Total Direct Costs for Edwards’
subcontract)

2014-010

Sloan Kettering Institute for Cancer Research, Tri-Institutional Stem Cell Initiative Grant

“Epigenetic regulation of hematopoietic stem cells by 5-hydroxymethylcytosine”

Pl: Mary Goll

October 2014 — September 2016

Principal Investigator $50,000 (Total Direct Costs)
Career Development Award, Siteman Cancer Center Breast Cancer Program
“Uncovering the interplay between genetic and epigenetic signals in breast cancer”
May 2011 — April 2012



Patents and Intellectual Property:

1.

Ju J, Edwards JR, Li Z. (2001) “High-fidelity DNA Sequencing Using Solid Phase
Capturable Dideoxynucleotides and Mass Spectrometry.” US Patent application filed March,
2001 (US patent application 20030027140).

JuJ, Li Z, Edwards JR, Itagaki Y. (2003) “Massive parallel method for decoding DNA and
RNA.” United States Patent 6,664,079.

Bestor TH, Edwards JR, Ju J, Li X. (2008) “Universal Methylation Profiling Methods” (US
Patent Application Filed July 22, 2008).

Edwards JR, VanderKraats ND. (2013) “WIMSi — Washington University Interpolated
Methylation Signatures”, Copyrighted Software Package.

Edwards JR, Schlosberg C. (2016) “ME-Class — Methylation-based Gene Expression
Classification”, Copyrighted Software Package.

Edwards JR, Schlosberg C. (2018) “ME-Class2 — Methylation-based Gene Expression
Classification v2”, Copyrighted Software Package.

Teaching Title and Responsibilities:

2003-2004 Lecturer, Transcriptome Assembly, Genomic Sequencing Laboratory,

Columbia University, one-hour lecture per Spring semester.

2005-2006 Center of Excellence in Genomic Science Summer Scholars Program

Project Director; Trained four undergraduate students in current state-of-
the-art genomic technologies in the context of encouraging students to
pursue careers in genomic science during an 8-week summer program.
Columbia University

2007-2008 Lecturer, Bioinformatics, Genetics, Columbia University, one-hour lecture

per Spring semester.

2009- Member of 16 PhD and MSTP (MD/PhD) thesis committees (3 as chair),

Washington University School of Medicine

2009- Member of 19 qualifier committees (6 as chair) for Computational and

Systems Biology, Molecular Genetics and Genomics, Human Statistical
Genetics, and Biomedical Engineering, Washington University School of
Medicine

2011-2012 Lecturer, Pharmacogenomics, Summer institute for training in

biostatistics, Washington University School of Medicine, one-hour lecture
per Summer

2012-2013, 2017 Discussion Group Facilitator, Ethics and Research Science (Biology

5011), Washington University School of Medicine, 6 discussions per year.

2012- Lecturer, DNA Methylation, Research Explorations in Genomics (Biology

4342), Washington University, one-hour course per Spring semester



2013- Lecturer, Epigenetics | & 11, Fundamentals of Mammalian Genetics
(B105285), Washington University School of Medicine, three hours
instruction per Fall semester

2014- Faculty Mentor, DBBS Connections Student-led initiative, Washington
University School of Medicine

2015, 2016 Lecturer, DNA Methylation, Investigating Eukaryotic Genomes (Biology
193), Washington University, one-hour course per Fall semester
2017-2018 Member of 1 MA Research Advisory Committee

Trainees (Previous/Current):
Name Position (Previous/Current) Yrs Trained
Alexandra Payne Homer G. Phillips Research FOCUS program, 2010
Undergraduate Research, Washington
University / Health Assistant at Johns
Hopkins University, Center for Talented
Youth

David Xiong Undergraduate Research, Washington 2010-2011
University / Medical Student, Case Western
Reserve University

Keith Decker, PhD Post-doc, Washington University School of 2010-2013
Medicine / Data Scientist, Monsanto

Nathan VanderKraats, PhD  Post-doc, Washington University School of 2010-2014
Medicine / Data Scientist, Monsanto

Kyle Jung Undergraduate Research, Washington 2010-2014
University / Staff Research Associate, Univ.
of California, San Francisco

Margaret Akinhanmi Post-Baccalaureate, Opportunities in 2013-2014
Genomics Research Program, Washington
University School of Medicine / PhD Student,
Mayo Clinic

Alexis Fennoy Post-Baccalaureate, Opportunities in 2014-2015
Genomics Research Program, Washington
University School of Medicine / PhD Student,
Washington University in Saint Louis

Pooja Tripathy Undergraduate Research,Washington 2014-2015
University / Operations Associate, Collective
Health



Geoffrey Cheng Undergraduate Research, Washington 2014-2015
University / Project Manager, Epic Systems
Corporation

Tolison Fowler Undergraduate Research 2014-2016
Washington University / Medical Student
Creighton University School of Medicine

Jared Litcharge Undergraduate Research 2015
Washington University

Justine Garin Undergraduate Research 2016
Washington University

Christopher Schlosberg PhD Student, Washington University School ~ 2011-2017
of Medicine / Data Scientist, Monsanto

James McDonald PhD Student, Washington University School ~ 2012-2017
of Medicine / Postdoc, George Washington
University

Jerry Fong MSTP Student 2015-

Washington University School of Medicine

Rachel Dreher Undergraduate Research 2017-
Washington University

Jacob Blum Undergraduate Research 2018-
Washington University

Dakota Warren SEPA Research Scholar, Washington 2018-
University School of Medicine
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